Table S2. Relative peak area of ivermectin and metabolites generated in specific rCYP reactions.

rCYP Metabolite Molecular lon Formula Neutral m/z Mass R.T. Peak
ID Mass Accuracy (min) area

(ppm) (%)

3A4 IVMBy,  parentBy, [M+NH," CiaH4O1, 8745070 892.5408 -1.0 1433 91
M1 Demethylation [M+NH,]* CiHr,0p 860.4902 878.5240 -2.3 12.85 111

M3 Oxidation [M+NH,]" CugH4Op5 890.5015 908.5354 -1.3 11.89 356

M5 Oxidation [M+NH,]" CusH7Os 890.5022 908.5360 -0.7 10.90 05

M6 Demethylation and oxidation [M+NH,]" C47H7,015 876.4864 894.5203 -0.8 10.67 148

M7 Demethylation and ketone formation [M+NH,]*  CaH70O15 874.4697 892.5035 -2.0 1031 1.9

M8 Demethylation to carboxylic acid [M+NH,]" CsgH72016 904.4816 922.5154 -0.5 10.09 43

M9 Demethylation and oxidation [M+NH,]" CyH72015 8764862 894.5201 -1.0 983 27

M10 Demethylation to carboxylic acid [M+NH,]" CgH7,016 904.4828 922.5167 0.9 9.73 0.6

M12 Dioxidation [M+NH,]* CusH7Ors 906.4969 924.5308 -0.8 933 09

3A5  IVM-By,  parentBy, [M+NH," CuaH2O1, 8745080 8925418 0.1 1435 654
M1 Demethylation [M+NH,]* CiH,0. 860.4926 878.5264 0.4 1284 40

2C8  IVM-B;,  Parent-B,, [M+NH,]' CagH7O1s 8745080 8925418 0.1 1431 788
M13 Oxidation [M+NH,]" CuH7Ors 890.5023 908.5361 -0.6 852 06

m/z = mass-to-charge ratio, ppm = parts per million, R.T. = retention time. Relative peak area was calculated as individual compound
peak area divided on total peak area (data not shown).



